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http://www.ncbi.nlm.nih.gov/mapview/
The Entrez Map Viewer is used to view the complete genome of approx 80 eukaryotic species, integrated maps for each chromosome, and sequence data for a region of interest.   Examples of questions : 

· Where does gene X exist within the genome?  What are some flanking markers?  How do I obtain the genome sequence around my gene of interest? 
· Display the region of a chromosome between points A and B. Show both the cytogenetic and sequence map for that region, aligned to each other based on markers that have been placed on both maps. 

· What is the distance between two genes? 

Displays are provided at four levels of detail: 

· Genome Resources Page - summarizes the resources available for that organism 

· Genome View - graphically displays the complete genome as a set of chromosome ideograms and allows you to search for terms across the genome, showing the location of the hits on the chromosome ideograms. 

· Map View - presents one or more maps for a selected chromosome, aligned to a Master Map that you select, and allows you to view regions of interest at different levels of resolution 

· Sequence View - displays the sequence data for a specific chromosomal region, and graphically depicts the biological features that have been annotated on that region 
This screen shot shows the MapView for the HFE gene in Human: [image: image2.png]=lolx|
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	symbol
	Links you to:
	What this site is useful for:

	HFE 
	EntrezGene record
	A summary of the gene sequence and annotation records 

	OMIM
	Mendelian Inheritence in Man
	Disease condition associated with this gene

	HGNC
	HUGO Gene Nomenclature 
	Summary of naming history: gene symbol, previously used names, etc.

	sv
	Sequence Viewer
	Visualization of  the sequence within its genomic context

	pr
	Protein record
	Entrez Protein records for this gene

	dl
	Download sequence
	View the sequence on screen or download it to a file

	ev
	Evidence Viewer
	Biological evidence for the gene model (such as mRNA alignment)

	mm
	Model Maker
	Make a model of the transcript by adding or removing putative exons

	hm
	HomoloGene
	Identify homologs of this gene in other sequenced genomes

	sts
	UniSTS
	sequence tagged sites (STSs) derived from STS-based maps

	CCDS
	The Consensus CDS 
	 core set of protein coding regions that are consistently annotated

	SNP
	dbSNP
	Single nucleotide polymorphisms identified within this gene


