ModBase – Searching Pre-calculated Models
Example 1

Search NCBI (http://www.ncbi.nlm.nih.gov/) for proteins that are involved in cystic fibrosis.

Find human cystic fibrosis transmembrane conductance regulator (CFTR) and search ModBase (http://modbase.compbio.ucsf.edu/modbase-cgi/search_form.cgi) for a model of this protein.
· Is this model available in ModBase?
· What is the model coverage?

· What is the quality of the model?

· Given the portions of the sequence that are modeled and the model quality, what questions can the model be used to address?

Example 2

Search NCBI for proteins that are involved in diabetes.

Find human ATP-binding cassette transporter sub-family C member 8 and search ModBase for a model of this protein.
· Is this model available in ModBase?

· What is the model coverage?

· What is the quality of the model?

· Given the portions of the sequence that are modeled and the model quality, what questions can the model be used to address?

Example 3

Open Chimera.  Using “Fetch by ID,” open models for the protein with gi number 12323221 (“putative uncharacterized protein t6l1.8.”) in ModBase.
A new window will open up listing all the available models.  Select a particular model to display only that model.  Type “focus” in the command line to center that model in the window.

· How similar are the different models?
· Given the portions of the sequence that are modeled and the model quality, what questions can the model be used to address?

If models are not available in ModBase, Modeller (downloadable program, http://www.salilab.org/modeller/) and ModWeb (online server, http://salilab.org/modweb/) can be used.

