Skills Assessment for Genomics & Bioinformatics

Please indicate your level of familiarity with each skill/concept.

	
	Confident
	Somewhat confident
	Have Tried
	Never Tried

	1. Use of NCBI databases for literature researching
	
	
	
	

	2. Downloading a gene/protein sequence in FASTA format
	
	
	
	

	3. Using BLAST to identify homologous genes or proteins from other organisms
	
	
	
	

	4. Formatting sequences for sequence comparison
	
	
	
	

	5. Using bioinformatics tools to align gene or protein sequences
	
	
	
	

	6. Interpreting sequence alignments
	
	
	
	

	7. Using genomics tools to construct a phylogenetic tree
	
	
	
	

	8. Interpreting phylogenetic trees constructed from gene/protein sequences or morphological data
	
	
	
	


