Predicting the Membrane Topology of the Cf0184 dog olfactory receptor


Like many receptor proteins that sense an external stimulus and initiate an intracellular response, the OR proteins span the cytoplasmic membrane.  As the figure in the attached powerpoint reminds us, proteins can associate with a membrane in one of four ways.  When a new protein sequence is discovered, one of the questions one usually asks is whether it is predicted to have one or more TMD’s.  

Q: What features would one look for in making this prediction?

Go to the course Blackboard site and retrieve the translated sequence for this protein from the Documents page.  We will try our hand at writing a PERL script to predict TMD’s in this sequence.  Think before you come to lab how you would approach this programming problem, given what you learned so far about PERL programming.  

We will also use an online resource to compare its output to our own.  One of several free resources for TMD prediction is TMPred, available at http://www.ch.embnet.org/software/TMPRED_form.html.  Copy the CfOR0184 sequence and enter it in the Query Sequence window on the TMPred web site.  Examine the output.  Q: How many TM domains does TMPred predict?

Q: Is one orientation strongly favored over another?

